MicroRNAs (miRNAs) are endogenous, small, noncoding RNAs of 18-25 nucleotide (nt) in length that negatively regulate their complementary messenger RNAs (mRNAs) at the transcriptional and posttranscriptional level in many eukaryotic organisms. By affecting the gene regulation, miRNAs are likely to be concerned with most biological processes. Majority of the miRNA genes are found in intergenic regions or in anti-sense orientation to genes and have their own miRNA gene promoter and regulatory units. In contrast to their name and size, the miRNAs perform mega functions in eukaryotic organisms. They perform important functions in plants and animals during growth, organogenesis, transgene suppression, signaling pathway, environmental stresses, disease development and defense against the invading viruses. miRNAs are evolutionarily conserved from species to species within the same kingdom. However, there is a controversy among scientists about their conservation from animals to plants. Their conserved nature becomes an important logical tool for homologous discovery of miRNAs in other species. This review is aimed at describing some basic concepts regarding biogenesis and functions of miRNAs.
MicroRNAs (miRNAs)
Since the discovery of the first miRNA, now thousands of miRNAs have been reported in many organisms including humans. The non-coding RNAs such as miRNA, transfer RNA (tRNA) and others constitute 3% out of the total 5% functional genome [6] . The human genome may encode over 1000 miRNAs [7] . In humans the miRNAs have been reported in mitochondria as well [8] . 
Conclusion
Even after the 20 years of their discovery, our knowledge regarding the biology of these tiny molecules is at initial stages while the number of discovered miRNAs is increasing day by day. Their application in therapeutics, agriculture and Medicine is being promised by the scientists and their regulatory pathways are now being studied in detail. Since the miRNAs play very important roles in the eukaryotic organisms, these may truly be called the "mega regulators" of the eukaryotic genomes.
